Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.111; data-to-parameter ratio = 20.2.
In the title compound, C 11 H 14 N 3 O + ÁCl À ÁCH 4 N 2 S, the components are connected into a two-dimensional polymeric structure parallel to (001) via N-HÁ Á ÁCl, N-HÁ Á ÁO, N-HÁ Á ÁS and C-HÁ Á ÁS hydrogen bonds. The dihedral angle between the phenyl and 2,3-dihydro-1H-pyrazole rings is 44.96 (7) .
Related literature
For the structure of 1,5-dimethyl-3-oxo-2-phenyl-2,3-dihydro-1H-pyrazol-4-aminium 2-hydroxybenzoate, see: Chitradevi et al. (2009) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON.
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Comment
The crystal structure of 1,5-dimethyl-3-oxo-2-phenyl-2,3-dihydro-1H-pyrazol-4-aminium 2-hydroxybenzoate (Chitradevi et al., 2009) has been published which is related to the title compound (Fig. 1) .
The asymmetric unit of title compound consists of three components: 1,5-dimethyl-3-oxo-2-phenyl-2,3-dihydro-1H- 
Refinement
The coordinates of of NH 3 group H atoms were refined. Other H atoms were positioned geometrically (N-H = 0.86, C-H = 0.93-0.96 Å) and were included in the refinement in the riding model approximation, with U iso (H) = xU eq (C, N), where x = 1.5 for CH 3 and NH 3 and x = 1.2 for other H-atoms. Figures   Fig. 1 . View of the title compound with the atom numbering scheme. The displacement ellipsoids are drawn at the 50% probability level. H-atoms are shown as small spheres of arbitrary radii. 
